Samples were prepared acccording to the protocol [1]. In brief, fruit pulp (blackcurrant) was extracted using the QuEChERS method. Then, the extract was purified with the studied materials/mix of materials. The obtained solution was fortified or left unfortified with a mixture of mycotoxins standards (penicillic acid, fusarenone X, neosolaniol, aflatoxin B1, aflatoxin B2, aflatoxin G1, aflatoxin G2, citrinin, ochratoxin A, gliotoxin, HT-2 toxin, T-2 toxin, zearalenone, sterigmatocystin). 
ME was calculated using the equation: ME[%] = A/B·100, where A is the average area of the analyte signal in the sample fortified before extraction, B is the average analyte signal in a standard solution prepared in a neat solvent, and RE [%] = A/C × 100, where A is the average area of the analyte signal in the sample fortified before extraction, and C is the average area of the analyte signal in blank fruit samples spiked with the analyte at the end of the sample preparation step. 
Samples were analyzed in triplicate using the 1290 series UHPLC system (Agilent Technologies, Santa-Clara, CA, USA) consisting of a degasser, binary pump, autosampler, column thermostat and controlled by Agilent MassHunter Acquisition software v.B.08. The apparatus was coupled with a 6460 triple quadrupole mass spectrometer (Agilent Technologies) equipped with an electrospray ion source (Agilent Jet Stream). The detection was performed using dynamic Multiple Reaction Monitoring (dMRM) mode. Data were analyzed with Agilent MassHunter Quantitative Analysis software v.B.07.
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